At page 72, 
At page 72, 
At page 73, 
At page 73, 
At page 75, 
At page 75, 
At page 76, 
At page 76, 



line 7, insert - 
line 8, insert - 
line 7, insert - 
line 14, insert 
line 1 1 , insert 
line 13, insert 
line 16, insert 
line 33, insert 



-(SEQIDNO:57)- 
(SEQIDNO:58)-- 
(SEQ ID NO:59)~ 
--(SEQ ED NO:60)- 
~(SEQ ID N0:61)- 
--(SEQ ED NO:62)- 
--(SEQ ID NO:63)- 
~(SEQ ID NO:.64> 



after "AAC-3')" 
after "TTC-3' " 
after "TGC-3')" 

- after "GC3' " 

- after "TAG-3' " 

- after "GGA-3' " 

- after "GAC-3*)" 

- after "ACC-3')" 



IN THE CLAIMS 

Please amend the claims as follows 

In claim 62, delete "2" and insert -87- 
In claim 63, delete "27" and insert -97- 
In claim 64, delete "28" and insert -98- 
In claim 74, delete "27 and insert -87-; 
Add new claims 87 h 1 3 
Delete claims 




iras o if- iJ/.f 

I I It 
s 63, S4, 46-70, 72, and 72 



(Amended) An isolated DNA molecule coding for a polypeptide having the ability to 
bind TNF, wherein said polypeptide is selected from the group consisting of: 
A) a polypeptide comprising the amino acid sequence: 




asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu " 


'ser 
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cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 



















[, or a C- and/or N- terminally shortened sequence thereof]; 
B) a polypeptide comprising the amino acid sequence: 



leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asnj 























or a C- and/or N- terminally shortened sequence thereof] 

C) a polypeptide comprising the amino acid sequence: 



asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 



giy thr thr 

[, or a C- and/or N- terminally shortened sequence thereof]; -and~ 
D) a polypeptide comprising the amino acid sequence: 



leu val pro his leu giy asp arg glu lys arg 

5 



asp 



ser val 




cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


top 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


giy 


thr 


thr^ 



[. or a C- and/or N- terminally shortened sequence thereof] 

E) a polypeptide comprising the amino acid sequence of A. B. C or D with at least 
one conservative amino acid substitution; 

F) a polypeptide comprising the amino acid sequence of A. B. C or D with at least 
one amino acid substitution at a glvcosvlation site: 

G) a polypeptide comprising the amino acid sequence of A, B. C or D with at least 
one amino acid substitution at a proteolytic cleavage site: and 

ED a polypeptide comprising the amino acid sequence of A, B, C or D with at least 
one amino acid substitution at a cysteine residue . 



ZJh. 




^4. (Amended) An isolated DNA molecule coding for a polypeptide having the ability to 
bind TNF selected from the group consisting of: 

A) a polypeptide comprising the amino acid sequence: 



met 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser. 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


iyr 


arg 


his 


tyr 


top 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 
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lys 


ser 


leu 


glu 


cys 


thr 


lys 



leu cys leu pro gin ile glu asn 



[, or a C- and/or N- terminally shortened sequence thereof]; 
B) a polypeptide comprising the amino acid sequence: 



met 


leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


ieu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 





















[, or a C- and/or N- terminally shortened sequence thereof]; 
C) a polypeptide comprising the amino acid sequence: 



met 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


giy 


thr 


thr 























[, or a C- and/or N- terminally shortened sequence thereof]; 
D) a polypeptide comprising the amino acid sequence: 

met leu val pro his leu giy asp arg glu lys arg asp ser 
val cys pro gin giy lys tyr ile his pro gin asn asn ser 
ile cys cys thr lys cys his lys giy thr tyr leu tyr asn 
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asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


tip 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


giy 


thr 



thr 



[, or a C- and/or N- terminally shortened sequence thereof]; 
E) a polypeptide comprising the amino acid sequence: 



met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


leu 


leu 


leu 


pro 


leu 


val 


leu 


leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 


ser 


giy 


val 


ile 


giy 


leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn* 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 





















[, or a C- and/or N- terminally shortened sequence thereof]; 
F) a polypeptide comprising the amino acid sequence: 



met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


leu 


leu 


leu 


pro 


leu 


val 


leu 


leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 


ser 


giy 


val 


ile 


giy 


leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asa._ 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


^met 


giy 


gin 


val 
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t 


> 










glu 


ne 


ser 


ser 


cys 


inr 


val 


asp 


arg 


asp 


tnr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


tnr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn , 


4-1* *• 

tnr 


val 


cys 


tnr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


tnr 


lys 


leu 


cys 


leu 


pro 


gin 


lie 


glu 


asn 


val 


lys 


giy 


tnr 


glu 


asp 


ser 


giy 


tnr 


thr 




























[, or a C- and/or N- terminally shortened sequence thereof]; 










G) 


a polypeptide comprising the amino acid sequence: 












met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


leu 


leu 


1 All 

leu 


pro 






leu 


val 


leu 


leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 






ser 


giy 


val 


ile 


giy 


asp 


ser 


val 


•cys 


pro 


gln 


giy 






lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 






thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 






cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 






cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


nis 






leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 






glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


tnr 


val 






asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 






tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 






phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


nis 






leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


tnr 






cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 






val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 






thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 










[, or a C- and/or N- 


■ terminally shortened sequence thereof]; 










H) 


a polypeptide comprising the amino acid sequence: 












met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


leu 


leu 


leu 


pro 


leu 


val 


leu 


leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 


ser 


giy 


val 


lie 


giy 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


nis 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


tit*- 
tnr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


tnr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


tnr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


tnr 


val 



cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


4-1* 

thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


gly 


thr 


thr 






















[, or a C- and/or N- terminally shortened sequence thereof] ;,a**d 










I) 


a polypeptide comprising the amino acid sequence: 












met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


ieu 


leu 


leu 


pro 


leu 


val 


leu 


i 

leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 


ser 


giy 


val 


ile 


gly 


leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


lie 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro . 


giy 


pro 


giy 


gin 


* asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


lie 


ser 


ser 


cys 


thr 


i 

val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


giy 


thr 


thr 


val 


leu 


leu 


pro 


leu 


val 


ile 


phe 


phe 


giy 


leu 


cys 


leu 


leu 


ser 


leu 


leu 


phe 


ile 


giy 


leu 


met 


tyr 


arg 


tyr 


gin 


arg 


trp 


lys 


ser 


lys 


leu 


tyr 


ser 


ile 


val 


cys 


giy 


lys 


ser 


thr 


pro 


glu 


lys 


glu 


giy 


glu 


leu 


glu 


giy 


thr 


thr 


thr 


lys 


pro 


leu 


ala 


pro 


asn 


pro 


ser 


phe 


ser 


pro 


thr 


pro 


giy 


phe 


thr 


pro 


thr 


leu 


giy 


phe 


ser 


pro 


val 


pro 


ser 


ser 


thr 


phe 


thr 


ser 


ser 


ser 


thr 


tyr 


thr 


pro 


giy 


asp 


cys 


pro 


asn 


phe 


ala 


ala 


pro 


arg 


arg 


glu 


val 


ala 


pro 


pro 


tyr 


gin 


giy 


ala 


asp 


pro 


ile 


leu 


ala 


thr 


ala 


leu 


ala 


ser 


asp 


pro 


ile 


pro 


asn 


pro 


leu 


gin 


lys 


trp 


glu 


asp 


ser 


ala 


his 


lys 


pro 


gin 


ser 


leu 


asp 


thr 


asp 


asp 


pro 


ala 


thr 


leu 


tyr 


ala 


val 


val 


glu 


asn 


val 


pro 


pro 


leu 


arg 


trp 


lys 


glu 


phe 


val 


arg 


arg 


leu 


giy 


leu 


ser 


asp 


his 


glu 


ile 


asp 


arg 


leu 


glu 


leu 


gin 


asn 


gly 


arg 


cys 


leu 


arg 


glu 


ala 


gin 


tyr 


ser 


met 


leu 


ala 


thr 


trp 


arg 


arg 


arg 


thr 


pro 


arg 


arg 


glu 


ala 


thr 


leu 


glu 


leu 


leu 


gly 


arg 


val 


leu 


arg 


asp 


met 


asp 


leu 


leu 


giy 


cys 


leu 


glu 


asp 


ile 


glu 


glu 


ala 


leu 


cys 


giy 


pro 


ala 


ala 


leu 


pro 



pro ala pro ser leu leu arg^ 

[, or a C- and/or N- terminally shortened sequence thereof] 
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"5xD a polypeptide comprising the amino acid sequence of A. B. C. D. E. F. G. H or I 
with at least one conservative amino acid substitution: 



fcft a polypeptide comprising the amino acid sequence of A. B. C, D, E, F. G. H or I 
with at least one amino acid substitution at a glycosylation site; 

L T£) a polypeptide comprising the amino acid sequence of A. B. C. D. E. F. G. H or I 
with at least one amino acid substitution at a proteolytic cleavage site: and 

CP 1^ ^) a polypeptide comprising the amino acid sequence of A. B. C. D. E. F. G. H or I 
with at least one amino acid substitution at a cysteine residue . 




(Amended) An isolated DNA molecule [according to claim 87], wherein said 
DNA is selected from the group consisting of: 

-f A) a. DNAicomprising the sequence: 

CTG GTC CCT CAC CTA GGG GAC AGG GAG AAG AGA GAT AGT 
GTG TGT CCC CAA GGA AAA TAT ATC CAC CCT CAA AAT AAT 
TCG ATT TGC TGT ACC AAG TGC CAC AAA GGA ACC TAC TTG 
TAC AAT GAC TGT CCA GGC CCG GGG CAG GAT ACG GAC TGC 
AGG GAG TGT GAG AGC GGC TCC TTC ACC GCT TCA GAA AAC 
CAC CTC AGA CAC TGC CTC AGC TGC TCC AAA TGC CGA AAG 
GAA ATG GGT CAG GTG GAG ATC TCT TCT TGC ACA GTG GAC 
CGG GAC ACC GTG TGT GGC TGC AGG AAG AAC CAG TAC CGG 
CAT TAT TGG AGT GAA AAC CTT TTC CAG TGC TTC AAT TGC 
AGC CTC TGC CTC AAT GGG ACC GTG CAC CTC TCC TGC CAG 
GAG AAA CAG AAC ACC GTG TGC ACC TGC CAT GCA GGT TTC TTT 
CTA AGA GAA AAC GAG TGT GTC TCC TGT AGT AAC TGT 
AAG AAA AGC CTG GAG TGC ACG AAG TTG TGC CTA CCC CAG 
ATT GAG AAT 



[, or a C- and/or N- terminally shortened sequence thereof]; 
B) a. DNAicomprising the sequence: 

CTG GTC CCT CAC CTA GGG GAC AGG GAG AAG AGA GAT AGT 
GTG TGT CCC CAA GGA AAA TAT ATC CAC CCT CAA AAT AAT 
TCG ATT TGC TGT ACC AAG TGC CAC AAA GGA ACC TAC TTG 
TAC AAT GAC TGT CCA GGC CCG GGG CAG GAT ACG GAC TGC 
AGG GAG TGT GAG AGC GGC TCC TTC ACC GCT TCA GAA AAC 
CAC CTC AGA CAC TGC CTC AGC TGC TCC AAA TGC CGA AAG 

11 



ACA 


GTG 


GAC 


CAG 


TAC 


CGG 


TTC 


AAT 


TGC 


TCC 


TGC 


CAG 


GCA 


GGT 


TTC TTT 


AAC 


TGT 


AAG 


CCC 


CAG 


ATT 


ACC 


ACA 





[, or a C- and/or N- terminally shortened sequence thereof]; 
C) a. DNA^comprising the sequence: 

GAT AGT GTG TGT CCC CAA GGA AAA TAT ATC CAC CCT CAA 
AAT AAT TCG ATT TGC TGT ACC AAG TGC CAC AAA GGA ACC 
TAC TTG TAC AAT GAC TGT CCA GGC CCG GGG CAG GAT ACG 
GAC TGC AGG GAG TGT GAG AGC GGC TCC TTC ACC GCT TCA 
GAA AAC CAC CTC AGA CAC TGC CTC AGC TGC TCC AAA TGC 
CGA AAG GAA ATG GGT CAG GTG GAG ATC TCT TCT TGC ACA 
GTG GAC CGG GAC ACC GTG TGT GGC TGC AGG AAG AAC CAG 
TAC CGG CAT TAT TGG AGT GAA AAC CTT TTC CAG TGC TTC 
AAT TGC AGC CTC TGC CTC AAT GGG ACC GTG CAC CTC TCC 
TGC CAG GAG AAA CAG AAC ACC GTG TGC ACC TGC CAT GCA 
GGT TTC TTT CTA AGA GAA AAC GAG TGT GTC TCC TGT AGT 
AAC TGT AAG AAA AGC CTG GAG TGC ACG AAG TTG TGC CTA 
CCC CAG ATT GAG AAT 



^ [, or a C- and/or N- terminally shortened sequence thereof]; ^jad 
a. TDOA fTolflCiAiL- 

D) - DNA comprising the sequence: 

gat agt gtg tgt ccc caa gga aaa tat atc cac cct caa 
aat aat tcg att tgc tgt acc aag tgc cac aaa gga acc 
tac ttg tac aat gac tgt cca ggc ccg ggg cag gat acg 
gac tgc agg gag tgt gag agc ggc tcc ttc acc gct tca 
gaa aac cac ctc aga cac tgc ctc agc tgc tcc aaa tgc 
cga aag gaa atg ggt cag gtg gag atc tct tct tgc aca 
gtg gac cgg gac acc gtg tgt ggc tgc agg aag aac cag 
tac cgg cat tat tgg agt gaa aac ctt ttc cag tgc ttc 
aat tgc agc ctc tgc ctc aat ggg acc gtg cac ctc tcc 
tgc cag gag aaa cag aac acc gtg tgc acc tgc cat gca 
ggt ttc ttt cta aga gaa aac gag tgt gtc tcc tgt agt 
aac tgt aag aaa agc ctg gag tgc acg aag ttg tgc cta 
ccc cag att gag aat gtt aag ggc act gag gac tca ggc 
acc aca; 



[, or a C- and/or N- terminally shortened sequence thereof] 



E) a DNA|sequence of A. B. C or D encoding at least one conservative amino acid 
substitution: 

F) a DNA^sequence of A, B, C or D encoding at least one amino acid substitution at 
a glvcosvlation site: 

^ G) a DNA^equence of A, B. C or D encoding at least one amino acid substitution at 

a proteolytic cleavage site: and 

H) a DNA^sequence of A. B. C or D encoding at least one amino acid substitution at a 
cysteine residue . 



3> 





(Amended) ~~DNA coding for a polypeptide having the ability to bind to TNF, 
wherein said DNA coding said polypeptide is selected from the group consisting of: 
A) "DNA^comprising the sequence: 



ATG 


CTG 


GTC 


CCT 


CAC 


CTA 


GGG GAC 


AGG GAG 


AAG 


AGA 


GAT 


AGT 


GTG 


TGT 


CCC 


CAA 


GGA AAA TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC CCG 


GGG CAG 


GAT 


ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG AGC 


GGC TCC 


TTC 


ACC 


GCT 


TCA 


GAA 


AAC 


CAC 


CTC 


AGA CAC 


TGC 


CTC AGC TGC 


TCC 


AAA 


TGC 


CGA 


AAG GAA 


ATG 


GGT 


CAG 


GTG 


GAG ATC 


TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC TGC 


AGG AAG 


AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA AAC CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG AAC 


ACC 


GTG TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA GAA AAC 


GAG TGT 


GTC 


TCC 


TGT 


AGT 


AAC 


TGT 


AAG 


AAA 


AGC 


CTG 


GAG TGC ACG AAG TTG 


TGC 


CTA 


CCC 


CAG ATT 


GAG 


AAT 



















[, or a C- and/or N- terminally shortened sequence thereof); 
B) « DNA comprising the sequence: 

ATG CTG GTC CCT CAC CTA GGG GAC AGG GAG AAG AGA GAT 
AGT GTG TGT CCC CAA GGA AAA TAT ATC CAC CCT CAA AAT 
AAT TCG ATT TGC TGT ACC AAG TGC CAC AAA GGA ACC TAC 
TTG TAC AAT GAC TGT CCA GGC CCG GGG CAG GAT ACG GAC 
TGC AGG GAG TGT GAG AGC GGC TCC TTC ACC GCT TCA GAA 
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3> 



AAC CAC CTC AGA CAC TGC CTC AGC TGC TCC AAA TGC CGA 
AAG GAA ATG GGT CAG GTG GAG ATC TCT TCT TGC ACA GTG 
GAC CGG GAC ACC GTG TGT GGC TGC AGG AAG AAC CAG TAC 
CGG CAT TAT TGG AGT GAA AAC CTT TTC CAG TGC TTC AAT 
TGC AGC CTC TGC CTC AAT GGG ACC GTG CAC CTC TCC TGC 
CAG GAG AAA CAG AAC ACC GTG TGC ACC TGC CAT GCA GGT 
TTC TTT CTA AGA GAA AAC GAG TGT GTC TCC TGT AGT AAC 
TGT AAG AAA AGC CTG GAG TGC ACG AAG TTG TGC CTA CCC 
CAG ATT GAG AAT GTT AAG GGC ACT GAG GAC TCA GGC ACC 
ACA 

[, or a C- and/or N- terminally shortened sequence thereof]; 
C) -DNA comprising the sequence: 



ATG 


GAT 


AGT 


GTG 


TGT 


CCC 


CAA 


GGA 


AAA TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC CCG 


GGG 


CAG 


GAT 


ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG 


AGC 


GGC TCC 


TTC 


ACC 


GCT 


TCA 


GAA 


AAC 


CAC 


CTC 


AGA 


CAC 


TGC 


CTC AGC 


TGC 


TCC 


AAA 


TGC 


CGA 


AAG 


GAA 


ATG 


GGT 


CAG 


GTG 


GAG ATC 


TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC TGC 


AGG 


AAG 


AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA 


AAC CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG 


AAC 


ACC 


GTG TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA 


GAA 


AAC 


GAG TGT 


GTC 


TCC 


TGT 


AGT 


AAC 


TGT 


AAG 


AAA 


AGC 


CTG 


GAG 


TGC ACG 


AAG 


TTG 


TGC 


CTA 


CCC 


CAG 


ATT 


GAG 


AAT 














[, or a 


C- and/or N- terminally shortened sequence thereof]; 




























D) 


DNA^comprising the sequence: 














ATG 


GAT 


AGT 


GTG 


TGT 


CCC 


CAA 


GGA 


AAA TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC CCG 


GGG 


CAG 


GAT 


ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG 


AGC 


GGC TCC 


TTC 


ACC 


GCT 


TCA 


GAA 


AAC 


CAC 


CTC 


AGA 


CAC 


TGC 


CTC AGC 


TGC 


TCC 


AAA 


TGC 


CGA 


AAG 


GAA 


ATG 


GGT 


CAG 


GTG 


GAG ATC 


TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC TGC 


AGG 


AAG 


AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA 


AAC CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG 


AAC 


ACC 


GTG TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA 


GAA 


AAC 


GAG TGT 


GTC 


TCC 


TGT 
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AGT AAC TGT AAG AAA AGC CTG GAG TGC ACG AAG TTG TGC 
CTA CCC CAG ATT GAG AAT GTT AAG GGC ACT GAG GAC TCA 
GGC ACC ACA 

[, or a C- and/or N- terminally shortened sequence thereof]; 
^ ?>Oft /volet *ia> 



E) ^BNA comprising the sequence: 












ATG 


GGC 


CTC 


TCC ACC 


GTG CCT 


GAC 


CTG 


CTG 


CTG 


CCA 


CTG 


GTG 


CTC 


CTG GAG 


CTG TTG 


GTG 


GGA ATA 


TAC 


CCC 


TCA 


GGG 


GTT 


ATT GGA 


CTG GTC 


CCT 


CAC 


CTA 


GGG 


GAC 


AGG 


GAG 


AAG 


AGA GAT 


AGT GTG 


TGT 


CCC 


CAA 


GGA 


AAA 


TAT 


ATC 


CAC 


CCT CAA 


AAT AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG 


TGC 


CAC 


AAA GGA 


ACC TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC 


CCG 


GGG CAG 


GAT ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG 


AGC 


GGC 


TCC TTC 


ACC GCT 


TCA 


GAA AAC 


CAC 


CTC 


AGA 


CAC 


TGC 


CTC AGC 


TGC TCC 


AAA 


TGC 


CGA 


AAG 


GAA 


ATG 


GGT 


CAG 


GTG GAG 


ATC TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG TGT 


GGC TGC 


AGG 


AAG AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG AGT 


GAA AAC 


CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC TGC 


CTC AAT 


GGG 


ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG AAA 


CAG AAC 


ACC 


GTG 


TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC TTT 


CTA AGA 


GAA 


AAC 


GAG 


TGT 


GTC 


TCC 


TGT 


AGT 


AAC TGT 


AAG AAA 


AGC 


CTG 


GAG 


TGC 


ACG 


AAG 


TTG 


TGC 


CTA CCC 


CAG ATT 


GAG 


AAT 









[, or a C- and/or N- terminally shortened sequence thereof]; 
F) A SNA comprising the sequence: 



ATG GGC 


CTC 


TCC 


ACC 


GTG 


CCT 


GAC 


CTG CTG 


CTG 


CCA CTG 


GTG CTC 


CTG 


GAG 


CTG 


TTG 


GTG 


GGA 


ATA TAC 


CCC 


TCA GGG 


GTT ATT 


GGA 


CTG 


GTC 


CCT 


CAC 


CTA 


GGG GAC 


AGG 


GAG AAG 


AGA GAT 


AGT 


GTG 


TGT 


CCC 


CAA 


GGA 


AAA TAT 


ATC 


CAC CCT 


CAA AAT 


AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG TGC 


CAC 


AAA GGA 


ACC TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC CCG 


GGG 


CAG GAT 


ACG GAC 


TGC 


AGG 


GAG 


TGT 


GAG 


AGC 


GGC TCC 


TTC 


ACC GCT 


TCA GAA 


AAC 


CAC 


CTC 


AGA 


CAC 


TGC 


CTC AGC 


TGC 


TCC AAA 


TGC CGA 


AAG 


GAA 


ATG 


GGT 


CAG 


GTG 


GAG ATC 


TCT 


TCT TGC 


ACA GTG 


GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC TGC 


AGG 


AAG AAC 


CAG TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA 


AAC CTT 


TTC 


CAG TGC 


TTC AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG ACC 


GTG 


CAC CTC 


TCC TGC 


CAG 


GAG 


AAA 


CAG 


AAC 


ACC 


GTG TGC 


ACC 


TGC CAT 


GCA GGT 


TTC 


TTT 


CTA 


AGA 


GAA 


AAC 


GAG TGT 


GTC 


TCC TGT 


AGT AAC 


TGT 


AAG 


AAA 


AGC 


CTG 

15 


GAG 


TGC ACG 


AAG 


TTG TGC 




CTA 


CCC 


CAG ATT 


GAG AAT 


GTT 


AAG GGC ACT 


GAG 


GAC 


TCA 


GGC 


ACC 


ACA 




















[, or a C- and/or N- terminally shortened sequence thereof]; 








G ) J 


SNA comprising the sequence: 














ATG 


GGC 


CTC 


TCC 


ACC 


GTG 


CCT 


GAC 


CTG CTG 


CTG 


CCA 




CTG 


GTG 


CTC 


CTG 


GAG 


CTG 


TTG 


GTG 


GGA ATA 


TAC 


CCC 




TCA 


GGG 


GTT 


ATT 


GGA 


GAT 


AGT 


GTG 


TGT CCC 


CAA 


GGA 




AAA 


TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG ATT 


TGC 


TGT 




ACC 


AAG 


TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG TAC 


AAT 


GAC 




TGT 


CCA 


GGC 


CCG 


GGG 


CAG 


GAT 


ACG 


GAC TGC 


AGG 


GAG 




TGT 


GAG 


AGC 


GGC 


TCC 


TTC 


ACC 


GCT 


TCA GAA 


AAC 


CAC 




CTC 


AGA 


CAC 


TGC 


CTC 


AGC 


TGC 


TCC 


AAA TGC 


CGA 


AAG 




GAA 


ATG 


GGT 


CAG 


GTG 


GAG 


ATC 


TCT 


TCT TGC 


ACA 


GTG 




GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC 


TGC 


AGG AAG 


AAC 


CAG 




TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA 


AAC 


CTT TTC 


CAG 


TGC 




TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG ACC 


GTG 


CAC 




CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG 


AAC 


ACC GTG 


TGC 


ACC 




TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA 


GAA AAC 


GAG 


TGT 




GTC 


TCC 


TGT 


AGT 


AAC 


TGT 


AAG 


AAA 


AGC CTG 


GAG 


TGC 




ACG 


AAG 


TTG 


TGC 


CTA 


CCC 


CAG 


ATT 


GAG AAT 








[, or a C- and/or N- terminally shortened sequence thereof]; 










"SNA comprising the sequence: 














ATG 


GGC 


CTC 


TCC 


ACC 


GTG 


CCT 


GAC 


CTG CTG 


CTG 


CCA 


CTG 


GTG 


CTC 


CTG 


GAG 


CTG 


TTG 


GTG 


GGA 


ATA TAC 


CCC 


TCA 


GGG 


GTT 


ATT 


GGA 


GAT 


AGT 


GTG 


TGT 


CCC 


CAA GGA 


AAA 


TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG 


ATT 


TGC 


TGT ACC 


AAG 


TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG 


TAC 


AAT 


GAC 


TGT CCA 


GGC 


CCG 


GGG 


CAG 


GAT 


ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG AGC 


GGC 


TCC 


TTC 


ACC 


GCT 


TCA 


GAA 


AAC 


CAC 


CTC 


AGA 


CAC TGC 


CTC 


AGC 


TGC 


TCC 


AAA 


TGC 


CGA 


AAG 


GAA 


ATG 


GGT 


CAG GTG 


GAG 


ATC 


TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG TGT 


GGC 


TGC 


AGG 


AAG 


AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG 


AGT GAA 


AAC 


CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC AAT 


GGG 


ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG 


AAC ACC 


GTG 


TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA 


GAA AAC 


GAG 


TGT 


GTC 


TCC 


TGT 


AGT 


AAC 


TGT 


AAG 


AAA 


AGC 


CTG GAG 


TGC 


ACG 


AAG 


TTG 


TGC 


CTA 


CCC 


CAG 


ATT 


GAG 


AAT 


GTT AAG 


GGC 


ACT 


GAG 


GAC 


TCA 


GGC 


ACC 


ACA 
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[, or a C- and/or N- terminally shortened sequence thereof] ^a»d^" 



I) ^ -©Nt^ comprising the sequence: 



ATG 


GGC 


CTC 


TCC 


ACC 


GTG 


CCT 


GAC 


CTG 


CTG 


CTG 


CCA 


CTG 


GTG 


CTC 


CTG 


GAG 


CTG 


TTG 


GTG 


GGA 


ATA 


TAC 


CCC 


TCA 


GGG 


GTT 


ATT 


GGA 


CTG 


GTC 


CCT 


CAC 


CTA 


GGG 


GAC 


AGG 


GAG 


AAG 


AGA 


GAT 


AGT 


GTG 


TGT 


CCC 


CAA 


GGA 


AAA 


TAT 


ATC 


CAC 


CCT 


CAA 


AAT 


AAT 


TCG 


ATT 


TGC 


TGT 


ACC 


AAG 


TGC 


CAC 


AAA 


GGA 


ACC 


TAC 


TTG 


TAC 


AAT 


GAC 


TGT 


CCA 


GGC 


CCG 


GGG 


CAG 


GAT 


ACG 


GAC 


TGC 


AGG 


GAG 


TGT 


GAG 


AGC 


GGC 


TCC 


TTC 


ACC 


GCT 


TCA 


GAA 


AAC 


CAC 


CTC 


AGA 


CAC 


TGC 


CTC 


AGC 


TGC 


TCC 


AAA 


TGC 


CGA 


AAG 


GAA 


ATG 


GGT 


CAG 


GTG 


GAG 


ATC 


TCT 


TCT 


TGC 


ACA 


GTG 


GAC 


CGG 


GAC 


ACC 


GTG 


TGT 


GGC 


TGC 


AGG 


AAG 


AAC 


CAG 


TAC 


CGG 


CAT 


TAT 


TGG 


AGT 


GAA 


AAC 


CTT 


TTC 


CAG 


TGC 


TTC 


AAT 


TGC 


AGC 


CTC 


TGC 


CTC 


AAT 


GGG 


ACC 


GTG 


CAC 


CTC 


TCC 


TGC 


CAG 


GAG 


AAA 


CAG 


AAC 


ACC 


GTG 


TGC 


ACC 


TGC 


CAT 


GCA 


GGT 


TTC 


TTT 


CTA 


AGA 


GAA 


AAC 


GAG 


TGT 


GTC 


TCC 


TGT 


AGT 


AAC 


TGT 


AAG 


AAA 


AGC 


CTG 


GAG 


TGC 


ACG 


AAG 


TTG 


TGC 


CTA 


CCC 


CAG 


ATT 


GAG 


AAT 


GTT 


AAG 


GGC 


ACT 


GAG 


GAC 


TCA 


GGC 


ACC 


ACA 


GTG 


CTG 


TTG 


CCC 


CTG 


GTC 


ATT 


TTC 


TTT 


GGT 


CTT 


TGC 


CTT 


TTA 


TCC 


CTC 


CTC 


TTC 


ATT 


GGT 


TTA 


ATG 


TAT 


CGC 


TAC 


CAA 


CGG 


TGG 


AAG 


TCC 


AAG 


CTC 


TAC 


TCC 


ATT 


GTT 


TGT 


GGG 


AAA 


TCG 


ACA 


CCT 


GAA 


AAA 


GAG 


GGG 


GAG 


CTT 


GAA 


GGA 


ACT 


ACT 


ACT 


AAG 


CCC 


CTG 


GCC 


CCA 


AAC 


CCA 


AGC 


TTC 


AGT 


CCC 


ACT 


CCA 


GGC 


TTC 


ACC 


CCC 


ACC 


CTG 


GGC 


TTC 


AGT 


CCC 


GTG 


CCC 


AGT 


TCC 


ACC 


TTC 


ACC 


TCC 


AGC 


TCC 


ACC 


TAT 


ACC 


CCC 


GGT 


GAC 


TGT 


CCC 


AAC 


TTT 


GCG 


GCT 


CCC 


CGC 


AGA 


GAG 


GTG 


GCA 


CCA 


CCC 


TAT 


CAG 


GGG 


GCT 


GAC 


CCC 


ATC 


CTT 


GCG 


ACA 


GCC 


CTC 


GCC 


TCC 


GAC 


CCC 


ATC 


CCC 


AAC 


CCC 


CTT 


CAG 


AAG 


TGG 


GAG 


GAC 


AGC 


GCC 


CAC 


AAG 


CCA 


CAG 


AGC 


CTA 


GAC 


ACT 


GAT 


GAC 


CCC 


GCG 


ACG 


CTG 


TAC 


GCC 


GTG 


GTG 


GAG 


AAC 


GTG 


CCC 


CCG 


TTG 


CGC 


TGG 


AAG 


GAA 


TTC 


GTG 


CGG 


CGC 


CTA 


GGG 


CTG 


AGC 


GAC 


CAC 


GAG 


ATC 


GAT 


CGG 


CTG 


GAG 


CTG 


CAG 


AAC 


GGG 


CGC 


TGC 


CTG 


CGC 


GAG 


GCG 


CAA 


TAC 


AGC 


ATG 


CTG 


GCG 


ACC 


TGG 


AGG 


CGG 


CGC 


ACG 


CCG 


CGG 


CGC 


GAG 


GCC 


ACG 


CTG 


GAG 


CTG 


CTG 


GGA 


CGC 


GTG 


CTC 


CGC 


GAC 


ATG 


GAC 


CTG 


CTG 


GGC 


TGC 


CTG 


GAG 


GAC 


ATC 


GAG 


GAG 


GCG 


CTT 


TGC 


GGC 


CCC 


GCC 


GCC 


CTC 


CCG 


CCC 


GCG 


CCC 


AGT 


CTT 


CTC 


aga; 



[, or a C- and/or N- terminally shortened sequence thereof] 

J) a DNA sequence of A. B. C : D. E, F. G, H or I encoding at least one conservative 
amino acid substitution : 

1 1 



K) a DNA^sequence of A, B. C. D. E. F. G. H or I encoding at least one amino acid 
substitution at a glvcosvlation site: 

^ L) a DNAjSequence of A. B, C. D. E. F. G, H or I encoding at least one amino acid 

substitution at a proteolytic cleavage site: and 

, M) a DNA^sequence of A. B. C, D. E. F. G. H or I encoding at least one amino acid 

substitution at a' cysteine residue . 

/To. (Amended) A recombinant host cell containing a^DNA molecule comprising a 
DNA coding for a polypeptide having the ability to bind TNF selected from the group consisting 
of: 

A) a polypeptide comprising the amino acid sequence: 




met 


giy 


leu 


ser 


thr 


val 


pro 


asp 


leu 


leu 


leu 


pro 


leu 


val 


leu 


leu 


glu 


leu 


leu 


val 


giy 


ile 


tyr 


pro 


ser 


giy 


val 


ile 


giy 


leu 


val 


pro 


his 


leu 


giy 


asp 


arg 


glu 


lys 


arg 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 




ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 

O J 


ser 


. phe 


thr 


ala 


ser 


elu 

0 


asn 


his 


leu 


are 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn 


val 


lys 


giy 


thr 


glu 


asp 


ser 


giy 


thr 


thr 


val. 


leu 


leu 


pro 


leu 


val 


ile 


phe 


phe 


giy 


leu 


cys 


leu 


leu 


ser 


leu 


leu 


phe 


ile 


giy 


leu 


met 


tyr 


arg 


tyr 


gin 


arg 


trp 


lys 


ser 


lys 


leu 


tyr 


ser 


ile 


val 


cys 


giy 


lys 


ser 


thr 


pro 


glu 


lys 


glu 


giy 


glu 


leu 


glu 


giy 


thr 


thr 


thr 


lys 


pro 


leu 


ala 


pro 


asn 


pro 


ser 


phe 


ser 


pro 


thr 


pro 


giy 


phe 


thr 


pro 


thr 


leu 


giy 


phe 


ser 


pro 


val 


pro 


ser 


ser 


thr 


phe 


thr 


ser 


ser 


ser 


thr 


tyr 


thr 


pro 


giy 


asp 


cys 


pro 


asn 


phe 


ala 


ala 


pro 


arg 


arg 


glu 


val 


ala 


pro 


pro 


tyr 


gin 


giy 


ala 


asp 


pro 


ile 


leu 


ala 


thr 


ala 


leu 


ala 


ser 


asp 


pro 


ile 


pro 


asn 


pro 


leu 


gin 


lys 


trp 


glu 


asp 


ser 


ala 


his 


lys 


pro 


gin 


ser 


leu 


asp 


thr 


asp 


asp 


pro 


ala 


thr 


leu 


tyr 


ala 


val 


val 


glu 


asn 


val 


pro 


pro 


leu 


arg 


trp 


lys 


glu 


phe 


val 


arg 


arg 


leu 


giy 


leu 


ser 


asp 


his 


glu 


ile 
18 


asp 


arg 


leu 


glu 


leu 


gin 


asn 




giy 


arg 


cys 


leu 


arg 


glu 


ala 


gin 


tyr 


ser 


met 


leu 


ala 


thr 


trp 


arg 


arg 


arg 


thr 


pro 


arg 


arg 


glu 


ala 


thr 


leu 


glu 


leu 


leu 


giy 


arg 


val 


leu 


arg 


asp 


met 


asp 


i 

leu 


1 ~ 

leu 


giy 


cys 


leu 


glu 


asp 


ile 


glu 


glu 


ala 


leu 


cys 


giy 


pro 


ala 


ala 


leu 


pro 


pro 


ala 


pro 


ser 


leu 


leu 


arg: 
















B) 


a polypeptide comprising the amino acid sequence: 












asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn^ 


[: and 














C) 


a fragment of A or B] 




















C) 


a polypeptide comprising the amino acid sequence of A, B, C or D with at least 



one conservative amino acid substitution; 



D) a polypeptide comprising the amino acid sequence of A. B. C or D with at least 
one amino acid substitution at a glvcosvlation site: 

E) a polypeptide comprising the amino acid sequence of A. B. C or D with at least 
one amino acid substitution at a proteolytic cleavage site: and 

F) a polypeptide comprising the amino acid sequence of A. B, C or D with at least 
one amino acid substitution at a cysteine residue. 



j (Amended) A process according to claim>?87^herein the DNA molecule 

comprises promoter DNA, other than the prompter DNA for the native polypeptide having TNF 
inhibitory activity, operatively linked to the nucleic acid encoding the [TNF inhibitor] native 
polypeptide having TNF inhibitory activity. 
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Insert new claims 87-133 as follows: 




An isolated DNA molecule wherein said DNA comprises a sequence selected from 
the group consisting of: 




A) 
R 2 

CAA 

ACC 

ACG 

TCA 

TGC 

ACA 

CAG 

TTC 

TCC 

GCA 

AGT 

CTA 



GAT 
AAT 
TAC 
GAG 
GAA 
CGA 
GTG 
TAC 
AAT 
TGC 
GGT 
AAC 
CCC 



AGT 

AAT 

TTG 

TGC 

AAC 

AAG 

GAC 

CGG 

TGC 

CAG 

TTC 

TGT 

CAG 



GTG 

TCG 

TAC 

AGG 

CAC 

GAA 

CGG 

CAT 

AGC 

GAG 

TTT 

AAG 

ATT 



AAA 
AAG 
GGC 
GGC 
CTC 
GAG 
GGC 
AAC 
GGG 
GTG 
GAG 
TGC 




TGT 
ATT 
AAT 
GAG 
CTC 
ATG 
GAC 
TAT 
CTC 
AAA 
CTA 
AAA 
GAG 



TAT 
TGC 
CCG 
TCC 
AGC 
ATC 
TGC 
CTT 
ACC 
TGC 
TGT 
ACG 



ATC 

CAC 

GGG 

TTC 

TGC 

TCT 

AGG 

TTC 

GTG 

ACC 

GTC 

AAG 



CAC 

AAA 

CAG 

ACC 

TCC 

TCT 

AAG 

CAG 

CAC 

TGC 

TCC 

TTG 



CCT 
GGA 
GAT 
GCT 
AAA 
TGC 
AAC 
TGC 
CTC 
CAT 
TGT 
TGC 



wherein R 2 is absent or is a DNA comprising a sequence coding for a polypeptide which can be 
cleaved in vivo; 

B) a fragment or degenerate varia/it of the polypeptide of A; 

C) a polypeptide comprising the amino acid sequence of A or B with at least one 
conservative amino acid substitution; 

D) a polypeptide compris/ng the amino acid sequence of A or B with at least one 
amino acid substitution at a glycosyjation site- 

E) a polypeptide comprising the amino acid sequence of A or B with at least one 
amino acid substitution at a proteolytic cleavage site; and 

F) a polypeptide comprising the amino acid sequence of A or B with at least one 
amino acid substitution at a cy/teine residue. 

An isolated DNA molecule according to claim -^t^herein R 2 is a DNA^mol^B^ 
comprising a sequence which codes entirely or partly for a signal sequence. 



V 
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An isolated DNA molecule according to claim J&f -Wherein R 2 is a DNAy* 10 ** 
comprising the sequence CTG GTC CCTCAC CTA GGG GAC AGG GAG AAG AGA or a 



fragment thereof. 




rim^^wherein R 2 is a DNA./*^^ 



^ ^tf). An isolated DNA molecule according to claim JWC wherein R 2 is a DNAy 
comprising the sequence R 3 CTG GTC CCT CAC CTA GGG GAC AGG GAG AAG AGA, 



wherein R is a DNAfcoding for a signal peptide, or a fragment thereof. 

5 




An isolated DNA molecule according to claim Ji£^vherein R 3 is a DNA^ 1 * 9 ^ 0 ^" 



comprising the sequence: 

ATG GGC CTC TCC ACC GTG CCT GAC CTG CTG CTG CCA CTG 
GTG CTC CTG GAG CTG TTG GTG GGA ATA TAC CCC TCA GGG 
GTT ATT GGA. or a fragment thereof. 



A nucleic acid which hybridizes with DNA complementary to the DNA defined in 

claim^&7 under conditions of low stringency such that the nucleic acid is useful as a hybridization 
probe to detect DNA encoding the polypeptide of A or B. 



95: -A- 



% isolA-fed 

recomb i nant DNA molecule, which is replicable in prokaryotic or eukaryotic 



host organisms, wherein said DNA molecule contains expression control sequences functionally 
linked to the DNA s equence defined in c\am\0[ or a degenerate variant or a fragment thereof. 



21 



JC A process for preparing a recombinant TNF receptor protein, comprising 
cultivating the host cell of claim^H^ and isolating the expressed protein. 




^$5. An isolated DNA molecule coding for a polypeptide selected from the group 
consisting of: 



V 



A) 


a polypeptide comprising the amino acid sequence: 
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arg 


glu 


ala 


gin 


tyr 


ser 


met 


leu 


ala 


thr 


trp 


arg 


arg 


arg 


thr 


pro 


arg 


arg 


glu 


ala 


thr 


leu 


glu 


leu 


leu 


giy 


arg 


val 


leu 


arg 


asp 


met 


asp 


leu 


leu 


giy 


cys 


leu 


glu 


asp 


ile 


glu 


glu 


ala 


leu 


cys 


giy 


pro 


ala 


ala 


leu 


pro 


pro 


ala 


pro 


ser 


leu 


leu 


arg; 




B) 


a polypeptide comprising the amino acid sequence: 










asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pre 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys ' 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn; 


[and] 















C) a fragment of A or B complementary to the DNA encoding the polypeptide of A 
or B and is useful as a hybridization probe to detect the DNA encoding the polypeptide of A or 
B; 

a polypeptide comprising the amino acid sequence of A, B or C with at least one 
conservative amino acid substitution; 

E ) a polypeptide comprising the amino acid sequence of A. B or C with at least one 
amino acid substitution at a glvcosvlation site: 

F) a polypeptide comprising the amino acid sequence of A, B or C with at least one 
amino acid substitution at a proteolytic cleavage site: and 

G) a polypeptide comprising the amino acid sequence of A, B or C with at least one 
amino acid substitution at a cysteine residue. 
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J)6. A DNA according to claim 95, wherein said polypeptide is selected from the 
group consisting of: 

A) a polypeptide comprising the amino acid sequence: 



R 2 


asp 


ser 


val 


cys 


pro 


gin 


giy 


lys 


tyr 


ile 


his 


pro 


gin 


asn 


asn 


ser 


ile 


cys 


cys 


thr 


lys 


cys 


his 


lys 


giy 


thr 


tyr 


leu 


tyr 


asn 


asp 


cys 


pro 


giy 


pro 


giy 


gin 


asp 


thr 


asp 


cys 


arg 


glu 


cys 


glu 


ser 


giy 


ser 


phe 


thr 


ala 


ser 


glu 


asn 


his 


leu 


arg 


his 


cys 


leu 


ser 


cys 


ser 


lys 


cys 


arg 


lys 


glu 


met 


giy 


gin 


val 


glu 


ile 


ser 


ser 


cys 


thr 


val 


asp 


arg 


asp 


thr 


val 


cys 


giy 


cys 


arg 


lys 


asn 


gin 


tyr 


arg 


his 


tyr 


trp 


ser 


glu 


asn 


leu 


phe 


gin 


cys 


phe 


asn 


cys 


ser 


leu 


cys 


leu 


asn 


giy 


thr 


val 


his 


leu 


ser 


cys 


gin 


glu 


lys 


gin 


asn 


thr 


val 


cys 


thr 


cys 


his 


ala 


giy 


phe 


phe 


leu 


arg 


glu 


asn 


glu 


cys 


val 


ser 


cys 


ser 


asn 


cys 


lys 


lys 


ser 


leu 


glu 


cys 


thr 


lys 


leu 


cys 


leu 


pro 


gin 


ile 


glu 


asn^ 















wherein R 2 is absent or is a polypeptide which can be cleaved in vivo; 

B) a fragment or functional derivative of the polypeptide of A which binds TNF; 

C) a polypeptide comprising the amino acid sequence of A or B with at least one 
conservative amino acid substitution: 

a polypeptide comprising the amino acid sequence of A or B with at least one 
amino acid substitution at a glvcosvlation site; 

E) a polypeptide comprising the amino acid sequence of A or B with at least one 
amino acid substitution at a proteolytic cleavage site: and 

F) a polypeptide comprising the amino acid sequence of A or B with at least one 
amino acid substitution at a cysteine residue . 

97. A DNA according to claim wherein said polypeptide includes at least one 
additional amino acid at the amino-terminus, at the carboxyl-terminus, or at both the amino- 
terminus and at the carboxyl-terminus. 
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2T 

A DNA according to claim 97, wherein said polypeptide includes at least one 
additional amino acid at the amino-terminus and at the carboxyl-terminus. 

^9, A DNA according to claim yl, wherein said polypeptide includes at least one 
additional amino acid at the amino-terminus. 



A DNA according to claim $9, wherein said polypeptide includes a methionine at 
the amino-terminus. 

fl. A DNA according to claim ^ipcC wherein said polypeptide includes at least one 
additional amino acid at the carboxyl-terminus, 

A nucleic acid that hybridizes to a DNA complementary to the DNA defined in 
claim ^^jnder conditions of low stringency such that the nucleic acid is useful as a hybridization 
probe to detect DNA encoding the polypeptide of A or B. 

O^j & ^ vector comprising a DNA a^ugnoe ^coding for a TNF binding protein which 

binds TNF'. . * ' * 

\ 

JfffT^ A vector comprising a DNA sequence - defined in clairn^r. 
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X? ^ 

J^ff. A vector according to claim which is replicable in a prokaryotic a»d76r a 
eukaryotic host cell. 



K). 'A vector according to claim^ipi, which is replicable in a prokaryotic cell. 

-Vjf nt>/ec»t<L 

*Y A vector according to claim lpo, wherein said DNA sequence encodes ATG at the 

amino terminus of the peptide. 

^]#8. A vector according to claim 106, which is replicable in Escherichia coli, 
Ax)9. A vector according to claim 105, which is replicable in a eukaryotic cell. 





1 109, which is 



A vector according to claim L09, which is replicable in a mammalian cell. 



A vector according to claim Mt), which is replicable in a Chinese Hamster Ovary 



cell. 



tip $ 

Yl. A vector according to claim pO, which is replic 




able in a COS cell. 




. A host cell containing a recombinant DNA molecule comprising a DNA sequence 

/ %4 / 

'Y^T ' defined in claim <$I. 

A host cell according to claim \ V*>, which is a prokaryotic cell. 
ykfy. A host cell according to claim yA, which is Escherichia coli. 
A host cell according to claim^Hs, which is a eukaryotic cell. 
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V 

2 



^RT"- A host cell according to claim U6fwhich is a mammalian cell. 

A host cell according to claim UfJ y which is a Chinese Hamster Ovary cell. 
yfi. A host cell according to claim^l*7, which is a COS cell. 

j^GC A recombinant host cell; according to claim wherein the DNA molecule - 
comprises promoter DNA, other than the promoter DNA for the native polypeptide having the 
ability to bind TNF, operatively linked to if DNA sequence jaefise^a= db-ii i ^ % 

- ^ a: 

jtsh? A process for preparing a polypeptide having the ability to bind TNF comprising 
producing the polypeptide in a recombinant host cell according to claim lpw under suitable 
conditions to express the DNA molecule contained therein, to produce the polypeptide, and 
recovering the polypeptide. 

>2^T A process for preparing a polypeptide having the ability to bindINF comprising 
producing the polypeptide in a recombinant host cell according to claii$^jj#^nder suitable 
conditions to express the DNA molecule contained therein to produce the polypeptide, and 
recovering the polvpeptide. 

jS^Zz. A process according to claim 1^2, further comprising combining the recovered 
recombinant polypeptide with a pharmaceutioally acceptable carrier to form a pharmaceutical 
composition. 

^t^r A process according to claim further comprising chemically derivatizing the 

recovered j 

y harucsts d recombinant polypeptide. 




A process according to claim i 



further comprising combining the chemically 
^P- derivaiized* leumibinwrt polypeptide with a pharmaceutical!}' acceptable carrier to form a 
pharmaceutical composition. 




-p. Jf£§. /A process according to claim ijg, wherein s aM recombinant - DNA molecule is 
contained in an expression vector. 

$ti( An isolated DNA molecule according to one of claims ^,^1,^ J$, pK^S or^y 
wherein said polypeptide includes at least one additional amino acid at the amino-terminus, at the 
carboxyl-terminus, or at both the amino-terminus and at the carboxyl-terminus. 

An isolated DNA molecule according to claim / jS^.wherein said polypeptide 
includes at least one additional amino acid at the amino-terminus and at the carboxyl-terminus. 

An isolated DNA molecule according to claim ^27, wherein said polypeptide 
includes at least one additional amino acid at the amino-terminus. 

srfTO: An isolated DNA molecule according to claim wherein said polypeptide 
includes a methionine at the amino-terminus. 

/¥s\. An isolated DNA molecule according to claim 1^7, wherein said polypeptide 
includes at least one additional amino acid at the carboxyl-terminus. 

jjf} An isolated DNA molecule according to cXzim^J^, ^ J^^, ^ orjS^ 
wherein said polypeptide includes a methionine at the amino-terminus and said amino acid 
substitution is at a glycosylation site. 

JXf^An isolated DNA molecule according to cAainipgJX^JlsrJ&^ps orX wherein 
said polypeptide includes an amino acid substitution j^at a glycosylation site. 
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